The enantiomerically pure title compound, C 23 H 30 O 12 , crystallizes in the chiral space group P2 1 2 1 2 1 . The O-acetylatedglucopyranoside moiety adopts a chair conformation. Numerous C-HÁ Á ÁO interactions as well as a C-HÁ Á Á interaction are present in the crystal structure. Table 1 Hydrogen-bond geometry (Å , ) .
Related literature
Cg is the centroid of the C7-C12 ring. 
Comment
Glycosylation is common in nature, with a large proportion of all proteins bearing sugar residues (Floyd et al., 2009 ). The title compound was synthesized as a precursor to a biomimetic model for vitamin B12 a (aquacobalamin) as sugars can play a useful role in the solubilizing of large organic systems, such as glycosylated porphyrins (Sol et al., 1997; Maillard et al., 1993; Oulmi et al., 1995) .
Experimental
The title compound was synthesized from p-hydroxybenzaldehyde and 2,3,4,6-tetra-O-acetyl-α-D-glucopyranosyl bromide in the presence of NaOH. The product was purified by column chromatography and recrystallized from acidified methanol to yield colourless plate-like crystals.
Refinement
All H atoms were positioned geometrically, and allowed to ride on their parent atoms. Hydrogen bond lengths were set as follows: C-H = 0.95 Å (Aromatic C-H), 1.00 Å (Methine C-H) 0.99 Å (CH 2 ) or 0.98 Å (CH 3 ). Isotropic displacement parameters for these atoms were set as 1.2 times U eq of the parent atom for CH and CH 2 , and 1.5 times U eq of the parent atom for CH 3 . The molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability level.
Computing details

Figure 2
Weak hydrogen bonding in the strucuture of (I). Four of the five C-H···O interactions listed in Table 1 
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